
Figure S13.1 H. melpomene Split reads and trio assembly
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Figure S13.2 H. melpomene Split reads and trio assembly

Chromosome 1 Position (bp)14 942 276 14 967 64714 948 619 14 961 304
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Figure S13.3 H. melpomene Split reads and trio assembly

Chromosome 8 Position (bp)7 542 138 7 555 5057 545 480 7 552 163

6 684 bp
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Figure S13.4 H. melpomene Split reads and trio assembly

Chromosome 3 Position (bp)2 646 198 2 655 9972 648 648 2 653 547
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Figure S13.5 H. melpomene Split reads and trio assembly

Chromosome 13 Position (bp)17 103 590 17 112 36817 105 785 17 110 173

4 389 bp
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Figure S13.6 H. melpomene Split reads and trio assembly

Chromosome 3 Position (bp)4 435 888 4 441 9764 437 410 4 440 454

3 045 bp
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Figure S13.7 H. melpomene Split reads and trio assembly
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Figure S13.8 H. melpomene Split reads and trio assembly

Chromosome 19 Position (bp)11 414 776 11 419 94211 416 068 11 418 650

2 583 bp
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Figure S13.9 H. melpomene Split reads and trio assembly

Chromosome 12 Position (bp)15 469 668 15 471 87515 470 220 15 471 323

1 104 bp
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